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14. (Thrice amended) A method of diagnosing human 
cancer related to a gene having at least in part the following 
nucleotide sequence: 

GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATGG comprising : 

detecting amplification rearrangement or over- 
expression of the gene by hybridizing nucleic acid derived from a 
tissue sample of a human suspected of having said cancer with 
[the] a DNA segment [of claim 12] comprising said sequence . 
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26. (Twice Amended) A method of evaluating human cancer 
in a patient comprising: 

1) obtaining a tissue sample from the patient; 

2) contacting the tissue sample with a DNA segment [of 
claim 12] comprising the following sequence: 

GTCTACAT6GGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATGG to allow hybridization to 
occur; and 

3) inspecting the tissue sample from step 2 for 
evidence of hybridization reaction. 
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40. (Amended) A method of diagnosing human cancer 
related to a gene having at least in part the following 
nucleotide sequence: 

GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATGG compr i s ing : 

detecting amplification rearrangement or over- 
expression of the gene by hybridizing nucleic acid derived from a 
tissue sample of a human suspected of having said cancer with 
[the DNA segment of claim 34] a DNA segment encoding said gene, 
or allelic or species variation thereof . 
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41. (Amended) A method of evaluating human cancer in a 
patient comprising: 

1) obtaining a tissue sample from the patient; 

2) contacting the tissue sample with a DNA segment [of 
claim 34] encoding a gene wherein said gene comprises the 
sequence: 

GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGG 
W GACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
^ GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTGGAGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGAGGACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGTGGGTGAGGAGCCATGG, or allelic or species 
variation thereof to allow hybridization to occur; and 

3) inspecting the tissue sample from step 2 for 
evidence of hybridization reaction. 
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Please add the following new claims. 





— 44. A method df diagnosing/br evaluating human cancer 
in a patient comprising: 

measuring the level amplification or expression of a 
MAC117 gene in a sample fromsaid patient; and 

classifying tl^dse patients having an increased level of 
amplification or exp^ssion o\ said gene as being likely to 
suffer from cancel 

45. The method according to claim 44,ytfherein said 
gene comprises at least in part the following^nucleotide 
sequence: 

gtctacatgggtgcttcccattccaggg^tgagcta^tctggaggatgtgcggctcgtacacagg 
gacttggccgctcggaacgtgctggt0aagagt€cgaaccatgtcaaaattacagacttcgggct 
ggctcggctgctggacattgacgagacag^otaeoltgcagatgggggcaaggttaggtgaagga 
ccaaggagcgaggaggctgggtggafitoctj6tct^gcccatgggagaactctgagtggccacctc 
cccacaacacacagttggaggacjtx^ctcttct6ccctcccaggtgcccatcaagtggatggcgc 

TGGAGTCCATTCTCCGCCGGCGGJTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGGAGGGGT^GGTGkGGAGCC^TGG . 
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46. The method according to claijpE^V, wherein said 
gene comprises the following nucleotide/^equence: 

GTCTACATGGGTGCTTCCCATTCCAGGGGATGAGCT^CCTGGAGGATGTGCGGCTCGTACACAGG 
GACTTGGCCGCTCGGAACGTGCTGGTCAAG^CTCCCAACCATGTCAAAATTACAGACTTCGGGCT 
GGCTCGGCTGCTGGACATTGACGAGAp^CGAGTACCATGCAGATGGGGGCAAGGTTAGGTGAAGGA 
CCAAGGAGCGAGGAGGCTGGGTC^AGTGGTGTCTAGCCCATGGGAGAACTCTGAGTGGCCACCTC 
CCCACAACACACAGTTGGA^GACTTCCTCTTCTGCCCTCCCAGGTGCCCATCAAGTGGATGGCGC 
TGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGTGATGG 
GGGGTGTTGGG^GGGTGGGTGAGGAGCCATGG. 

47. The method according to claim 44, wherein said 
cancer is breast cancer. 

48. A method for screening patients to determine 
disease status, said method comprising: 

measuring the level of amplification or expression of 
the MAC117 gene in a sample from a patient suffering from cancer. 

49. A method as in claim 48, wherein gene 
amplification is measured directly by DNA analysis with a probe 
specific for the MAC117 gene. 
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50. A method as in claim 48, wherein gene expression 
is measured by determination of gene product. 

/ 

51. A method as in claim 48, wherein gene expression 
is measured by determination of mRNA transcription. 

/ 

52. A method as in claim 49, wherein the amplification 
of the MAC117 gene is determined indirectly by assay of a body 
fluid from a patient for increased levels of MAC117 expression. 

/ 

53. A method as in claim 48, wherein said cancer is 
breast cancer. 

/ 

54. A method for determining a prognosis in patients 
suffering from cancer, said method comprising: 

determining the number of copies of the MAC117 gene in 
cells from a sample from a patient suffering from cancer. 

/ 

55. A method as in claim 54, wherein the number of 
copies of the MAC117 gene is determined directly by Southern or 
dot blotting. 
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56. A method as in claim 54 , wherein the expression of 
the MAC117 gene is determined by measuring the amount of the 
MAC117 mRNA transcripts or gene product, said expression 
corresponding to gene amplification. 

57. A method as in claim 56^ wherein the expression of 
the MAC117 gene is determined by measuring the amount of gene 
product by histochemical staining with labeled antibody specific 
for the gene product. 




58. A method as in claim 54, wherein the number of 
copies of the MAC117 gene is determined indirectly by assay of a 
body fluid from a patient suffering from breast or ovarian 
adenocarcinoma for increased levels of MAC117 gene expression. 

/ 

59. The method according to claim 54, wherein said 
cancer is breast cancer. 
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